Genetic diversity of Tetraclinis articulata revealed by ISSR markers
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Context

Preservation of natural resources remains the most current concern under climate change. In addition, the assessment of
genetic variabllity Is the first step in evaluating the long-term conservation status of species in natural conditions (Gonzalez-
Astorga et al., 2004).

Tetraclinis articulata (Vahl) Masters, endemic to North Africa and southern Spain, Is a multifunction coniferous, suffering
from perpetual decline. So, as a natural and genetic resource, Its preservation remains important and urgent.

Objective

The aim of this study Is to evaluate the genetic diversity of T. articulata by Inter-simple sequence repeats (ISSR) and develop
Innovative conservation management plans.
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DNA amplification for ISSR and data analysis
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